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Applicants submit herewith a Sequence Listing in computer readable form as required by 
37 CFR §1 .824. In addition, applicants submit a substitute Sequence Listing as required under 
37 CFR §1.823(a) and a statement under 37 CFR §1. 821(f). 

Applicants respectfully request entry of the paper copy and computer readable copy of 
the Sequence Listing filed herewith for the instant application. Furthermore, applicants request 
entry of the following amendments. 

In the specification : 

Replace the original Sequence Listing with the substitute Sequence Listing filed 



PRELIMINARY AMENDMENT 



herewith. 
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Replace the paragraph beginning at page 4, line 1 1 with the following rewritten 
paragraph: 

—As described above, the present Inventors have already developed and applied 
successfully the method for the identification/classification or detection/monitoring of organisms 
using gyr B sequences. In this method, a gyr B gene fragment of an organism of interest is 
amplified by PCR using primers designed from the two amino acid sequences, His-Ala-Gly-Gly- 
Lys-Phe-Asp (SEQ ID NO:81) and Met-Thr-Asp-Ala-Asp-Val-Asp-Gly (SEQ ID NO:82), which 
are highly conserved among the GyrB sequences of many organisms. Subsequently, the 
amplified fragments are subjected to direct sequencing. Since the gyr B genes code for proteins, 
they have frequently undergone neutral mutations. Thus, the nucleotide sequence of the gyr B 
genes vary considerable even among related organisms. For this reason, the above method has 
been shown to be effective for discriminating organisms at a level of species of subspecies.-- 



